Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.004 Å; R factor = 0.029; wR factor = 0.054; data-to-parameter ratio = 13.3.
In the title molecule, C 16 H 16 BrN 5 O 3 S, the 1,3,4-thiadiazole ring is situated under the benzene ring, forming a dihedral angle of 86.6 (2) , and with an SÁ Á ÁCg (where Cg is the centroid of the benzene ring) distance of 3.312 (3) Å . The benzene and 1,3,4-thiadiazole rings form dihedral angles of 83.8 (3) and 57.7 (2) , respectively, with the central pyrazole ring. In the absence of classical hydrogen bonds, the crystal packing is stabilized by a C-HÁ Á Á interaction..
Related literature
For a related structure, see: Dai et al. (2011) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg is the centroid of the C1-C6 ring.
supplementary materials Acta Cryst. (2012) . E68, o3122 [doi:10.1107/S1600536812042274] In a continuation of our structural study of pyrazole oxime derivatives (Dai et al., 2011) , we report here the crystal structure of the title compound, (I). In (I) ( Fig. 1 ), all bonds lengths and angles are similar to those observed in the related compound (Dai et al., 2011) . The dihedral angles between the substituted phenyl ring and the pyrazole ring and between the 1,3,4-thiadiazole ring and the pyrazole ring are 83.8 (3)° and 57.7 (2)°, respectively. The crystal packing displays short intermolecular C···C contacts of 3.203 (4) Å.
5-(4-Bromophenoxy

Experimental
To a stirred solution of 1-methyl-3-methyl-5-(4-bromophenoxy)-1H-pyrazole -4-carbaldehyde oxime (3 mmol), and powdered potassium carbonate (9 mmol) in 30 ml of anhydrous acetonitrile, was added 2-chloromethyl-5-methoxy-1,3,4-thiadiazole (4.2 mmol) at room temperature. The mixture was heated to reflux for 13 h. After removal of the solvent, the residue was separated by column chromatography on silica gel using a mixture of petroleum ether/ethyl acetate to obtain colourless crystals.
Refinement
All H atoms were placed in calculated positions, with C-H = 0.95-0.99 Å, and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (C). The molecular structure of (I) showing the atomic numbering and 50% probabilty displacement ellipsoids.
Computing details
5-(4-Bromophenoxy)-1-methyl-3-methyl-1H-pyrazole-4-carbaldehyde-O-[(5-methoxy-1,3,4-thiadiazol-2-yl)-
methyl]oxime
Crystal data Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
